Sequence alignments

Spot 7714 (Hsp90 - HSP90B)

5 isoform-specific peptides confirmed by MS/MS

...R//TDDEVVQREEEAIQLDGLNAAQIK//D... (starts at position 53 of alignment A)
...R//LLSLTNEDAMASNEELTIK//I... (starts at position 144 of alignment A)
...K//YSQFINFPIYVWASK//T... (starts at position 299 of alignment A)
...K//DSDDPLAHIHFTAEGEVTFK//S... (starts at position 415 of alignment A)
...R//VFITDDFNDMMPK//Y... (starts at position 466 of alignment A)

Spot 3806 (Hsp70 – HSPA9)

11 isoform-specific peptides confirmed by MS/MS

...K//NAVVTVPAYFNDSQR//Q... (starts at position 258 of alignment B)
...R//VINEPTAAALAYGLDK//T... (starts at position 288 of alignment B)
...K//IIAVYDLGGGTFDISVLEIQK//G... (starts at position 311 of alignment B)
...K//AKCELSSSLQTDINLPYLTMDASGPK//H... (starts at position 387 of alignment B)
...R//SQFEGIVADLIR//R... (starts at position 421 of alignment B)
...K//VQQTVQDLFGR//A... (starts at position 467 of alignment B)
...K//SQVFSTAADGQTQVEIK//V... (starts at position 546 of alignment B)
...K//VLGQFTLVGIPPAPR//G... (starts at position 576 of alignment B)
...K//DRVEAVNMAEGIVHDTESK//M... (starts at position 655 of alignment B)
...K//QAATSLQQASLK//L... (starts at position 718 of alignment B)
...K//LFEMAYK//K... (starts at position 728 of alignment B)

Spot 4804 (Hsp70 – HSPA9)

4 isoform-specific peptides confirmed by MS/MS

...K//NAVVTVPAYFNDSQR//Q... (starts at position 258 of alignment B)
...R//VINEPTAAALAYGLDK//T... (starts at position 288 of alignment B)
...K//VQQTVQDLFGR//A... (starts at position 467 of alignment B)
...K//SQVFSTAADGQTQVEIK//V... (starts at position 546 of alignment B)

Spot 7508 (Hsp70 – HSPA8)

2 isoform-specific peptides confirmed by MS/MS

...K//SINPDEAVAYGAAVQAAIL[A>S]GDK//S... (starts at position 483 of alignment B)
...K//DNN[I>L]LGKFELTGIPPAPR//G... (starts at position 573 of alignment B)






Spot 8503 (Hsp70 – HSPA5)

3 isoform-specific peptides confirmed by MS/MS

...R//IEIESFFEGEDFSETLTR//A... (starts at position 399 of alignment B)
...K//DNHLLGTFDLTGIPPAPR//G... (starts at position 573 of alignment B)
...R//GVPQIEVTFEIDVNGILR//V... (starts at position 591 of alignment B)


Alignment A (Hsp90 family)
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[image: ][image: ]



image1.png
Sesber
resber_
_chaperans_protein GEI6_





image2.png
H 35 o

B« BN - S -

A5

Lr S G B O TR - B -
vEEDi, AT oomE g C o N AR TERe CC R C cm T
vesDl, i GARGR - SERNEE - eR R A SR S =15l <<l - B cHci- - R - e
vesDl, i ARG <SRN - R A SR Sl <<l - B cHci- - R - e
EEDl) - HARGNSH = RS - ARERRERE RSN RNORRN B - -8B+l ENOCHCIN - s McRANSCH -~ B+ ke

T0: Fcs oo ol
T R R

TAQUISLITNTF Y SHRE [FLRELTSHA
IAQUISLITNTFYSNKE IFLRELTSHA
IAQUISLTINTFY NKDIFLA LISNA
IAQuISLII IFLRELISIA

FAFGAE) =50+ RE0S o0 s DFERDEDA o IR DB
FAFOA:) 5L LS HOLREE 11 NRE RTLTLEDT I HTRADLINL
FAFOA:) 5L KOS HOLREDT Y NR=DRTLTLEDT oI MTRADLVINIL
FAFOA:) == 5L TRMDS HOLREDLY R=DRTLILED -1 HTRADLINIL
FAFQA= IAQUSLI N YSNR- FLRELISH oA 0R R =50T0sSRL08 o= 11 ILTraoy -f JARACLIT.
FAFOAZ AQLSLIINTE YSNRE IFLAELISH SOALORIHYESLTD:SKLD. CHOLRIE 11 NRESRTLTLIDN 1 MTRADLIIO.
FAFOA= AQLMSLIINTE YSNR-IFLAELISH SOALORIRYESLTD:SHLES ELRIEY. -0, RTLTLMDRCE MTRADLIIOD,
FAFQAZ IAQLSLIINTE YSNRE IFLAELISH SOALORIRYESLTD:SKLOS HOLKIELT t(: LTLIDT-1 MTRADLIINL,
FAFOA= AQLSLINTEYSHRE IFLALISH SoRLORRYESLTD:SKL0S ROLRTELE-00: ERTLTLION-E MTRADLINN,
) ® T ™ ™ ™ = T ™ T =





image3.png
oxfird

e
e
-0
_fg

RECHEA
IDREHLA

T =D
LTNCHEDHE
LTNOHEDHE
LSHCHEDHE
LSHCHEDHEA

- i

- -
Recey -
=g
=g

B

o 1 A o
EE§00E - (ol YEREIRINDS. DI B - |
EES0DE - (ol CLNEIRINDS. DI | Hm ik |
EES0DE - ol SLNEIRINDS. DI | HE ik |
JEXS0DE (o CANEVRCINIDS. Dl B« e - |

i3
=

ETu)

i
FTuch
FTuch
ETu)

m:l:::,x

el

i3
v
v
=

=
=
geeit

HEEEE BHER BY

G o TR o e e R ey . Boe B |
/ECQLEFRALLEY:RRA OLE - KRRRONIRLVRRVEINONG  ELE:EYLNFIRCWVOSEDL Bl B R
/ECQLEFRALLEY: RRAREOLE - KKKRINEKLVRRVE TMONCEELE  EYLNEIR -WWOSE D1 B B
/ECQLEFRALLEY: RRAREOLE - KKKRINEKLVRRVE TMONCEELE  EYLNETR YOS D1 - Boei B by
/EC0LEFRALLEY: RRARE LS KKRRNEKLYVRRVEIMONCE=LE - EYLNFIR -OSE 00 - Boei. b« s |
G

& W F w0 m ™ ™ 0 e & 5 @ = £ 0 0 3




image4.png
o 585 R v oo SR - RS - S fscsfiondd
o DFD L SRR DB ARV RAERAH e Bt scaaT s
o Qub Y B VDD LRV ARERANx o i ‘f oo
gl anjc I

™ m ™0 ™ 0 ) ) ™ 0 = £ 0 £ 0 ™ o ™ ™




image5.png
o T o - o @ w0 m s ™ 0 e & & ES = £ e0




image6.png
Bl e e Boxfixefssfelsuofiiours
ot ZeraLBGvRQIEVIIDID DIz e e e
Kot ZeravHcvEQIEyIIDID Drmasyos R R e

i ZeravHcvRQIEyIFEID orsRnn A B e o e oo

i A et Tz A e e o e iioen

i A et Tz A o e e igoh sz

x A orzRgEar a vzom i

x SereRoveor RO DNGI: orzRgear a: vzom reagokeis

x ZerarHcvrQIEVIIDID orzRgear a: vzom reagokeis

x ZerarHcvrQIEVIIDID orzRgear a: vzom reagokeis

x ZerarHcvrQIEVIIDID orzRgear a: vzom reagokeis

x ZerarHcvrQIEVIIDID orzRgeas a: vzom reagokeis

x ZerarHcvrQIEVIIDID ezzmgEaD a: Ao rveag:keie

x ZerarHcvrQIEVIIDID ezzmgead a: acxbe rveag:keue

x ZerarHcvrQIEVIIDID ezzmgEaD a: e rveag:keue

a TerarHcvRQIEVIEDID ezzmgead a: Aoz rveag:keue

anjc I





